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AMENDMENTS TO THE CLAIMS 

This listing of claims will replace all prior versions, and listings of claims in the application. 
Ljsti nft of claims 

1 . (Currently amended) A method fef of identifying an individual who has a human 
having an altered risk for developing an-atrtoimmune dis e as e an airtoantibodv-positive 
aut oimmune disease, comprising detecting the prcse nceof a single nucleotide polymorphism 
(SNP) ara prer. e nt e d by a nuolootido anqu e nc e s e l e cted f ro m th e group cons i sting at position 101 
of SEQ ID NOs NO: 36673 ,3^36 ,3 0710, 13392,20612, 3 0382 ,32827, 29676, 35519, 1 13 8 9 
or its compl ement thereof in said indi vidual^ human's nucleic acids, wherein the presence of the 
SNP is oo iT tt lut u d with indicative of an altered risk for autoimmunu diuuauo developing said 
autoantibodv-positivc autoimmune disease i n s aid human , 

2. - 26. (Canceled) 

27. (New) lTie method of claim 1 in which said autoantibody-positive autoimmune 
disease is selected from the group consisting of rheumatoid arthritis (RA), systemic lupus 
erythematosus, type 1 diabetes mellitus, Graves disease, and thyroiditis. 

28. (New) The method of claim 1 in which said auioantibody-positive autoimmune 
disease is Kl'-positive rheumatoid artliritis (RA). 

29. (New) The method of claim 1 in which SEQ ID NO: 36673 is contained within 
the genomic sequence ofITPN22 gene as represented by SKQ ID NO: 10739. 

30. (New) The method of claim 1 in which the SNP to be detected is located at 
position 42798 of SEQ ID NO: 10739. 

31 . (New) The method of claim 1 in which said human's nucleic acids are extracted 
from a biological sample therefrom. 
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32. (New) The method of claim 28 in which said biological sample is blood. 

33. (New) The method of claim 1 in which said human 's nucleic acids are amplified 
before the detection is carried out. 

34. (New) The method of claim 1 in which detection is carried out. by using deleclion 
reagents comprising the nucleotide sequences of SEQ ID NO: 49745, SKQ ID NO: 49746, and 
SRQIDNO: 49747. 

35. (New) lite method of claim 1 in which detection is carried out by a process 
selected from the group consisting of: allclc-spccilic probe hybridization, allele-specific primer 
extension, allele-specific amplification, sequencing, 5' nuclease digestion, molecular beacon 
assay, oligonucleotide ligation assay, size analysis, and single-stranded conformation 
polymorphism. 

36. (New) A method of identifying a human having an increased risk for developing 
an autoantibody-positivc autoimmune disease, comprising detecting the presence of a single 
nucleotide polymorphism (SNP) at position 101 of SEQ TD NO: 36673 or its complement thereof 
in said human's nucleic acids, wherein the presence of the SNP is indicative of an increased risk 
for developing said autoantibody-positivc autoimmune disease in said human. 

37. (New) The method of claim 36 in which said autoantibody-posilive autoimmune 
disease is selected from the group consisting of rheumatoid arthritis (RA), systemic lupus 
erythematosus, type I diabetes mellitus, Graves disease, and thyroiditis. 

38. (New) The method of claim 36 in which said autoantibody-positive autoimmune 
disease is RF-positivc rheumatoid arthritis (RA), 

39. (Mew) The method of claim 36 in which SEQ ID NO: 36673 is contained within 
the genomic sequence of PTPN22 gene as represented by SiiQ ID NO: 1 688. 
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40. (New) The method of claim 36 in which the SNP to be detected is located at 
position 4279S of SEQ ID NO: 10739. 

41 . (New) The method of claim 36 in which said human's nucleic acids are extracted 
from a biological sample therefrom. 

42. (New) The method of claim 41 in which said biological sample is blood. 

43. (New) The method of claim 36 in which said human's nucleic acids are amplified 
before the detection is carried out. 

44. (New) The method of claim 36 in which detection is carried out by using 
detection reagents comprising the nucleotide sequences of SEQ ID NO: 49745, SEQ ID NO: 
49746, and SEQ ID NO: 49747. 

45. (New) The method of claim 36 in which detection is carried out by a process 
selected from the group consisting of: ailclc-speeific probe hybridization, allelc-spccilie primer 
extension, allele-specific amplification, sequencing, 5* nuclease digestion, molecular beacon 
assay, oligonucleotide ligation assay, size analysis, and singlo-stranded conformation 
polymorphism. 

46. (New) A method of identifying a human having a decreased risk for developing 
an autoantibody-positive autoimmune disease, comprising detecting the presence of a single 
nucleotide polymorphism (SNP) at position 101 of SEQ ID NO: 36673 or its complement thereof 
in said human's nucleic acids, wherein the presence of C at position 101 of SEQ TD NO: 36673 

is indicative of a decreased risk for said autoantibody-positive autoimmune disease in said 
human. 
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47. (New) The method of claim 46 in which said autoantibody-positive autoimmune 
disease is selected from the group consisting of rheumatoid arthritis (RA), systemic lupus 
erythematosus, type 1 diabetes mellitus, Graves disease, and thyroiditis. 

48. (New) The method of claim 46 in which said autoantibody-positive autoimmune 
disease is RT-positive rheumatoid arthritis (RA). 

49. (New) The method of claim 46 in which SEQ TD NO: 36673 is contained within 
the genomic sequence of PTPN22 gene as represented by SEQ ID NO: 1 0730. 

50. (New) The method of claim 46 in which the SNP to be detected is located at 
position 42798 of SEQ ID NO: 10739. 

51. (New) The method of claim 46 in which said human's nucleic acids are extracted 
from a biological sample therefrom. 

52. (New) The method of claim 51 in which said biological sample is blood. 

53. (New) The method of claim 46 in which said human's nucleic acids are amplified 
before the detection is carried out. 

54. (New) The method of claim 46 in which detection is carried out by using 
detection reagents comprising the nucleotide sequences of SEQ ID NO: 49745, SEQ TD NO: 
49746, and SEQ ID NO: 49747. 

55. (New) The method of claim 46 in which detection is carried out by a process 
selected from the group consisting of: allele-specific probe hybridization, aUcle-specific primer 
extension, allele-specific amplification, sequencing, 5' nuclease digestion, molecular beacon 
assay, oligonucleotide ligation assay, size analysis, and singlostrandcd conformation 
polymorphism. 
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56. (New) A method of determining a human's risk for developing an autoontibody- 
positivc autoimmune disease, comprising detecting a single nucleotide polymorphism (SNP) at 
position 101 ofSEQ ID NO: 36673 or its complement thereof in said human's nucleic acids, 
wherein the presence of T at position 101 of SKQ ID NO: 36673 is indicative of an increased risk 
for said autoantibody-positive autoimmune disease in said human, or, the presence of C at 
position 101 of SEQ ID NO: 36673 is indicative of a decreased risk for developing said 
autoantibody-positive autoimmune disease in said human. 

57. (New) The method of claim 56 in which said autoantibody-positive autoimmune 
disease is selected from the group consisting of rheumatoid arthritis (RA), systemic lupus 
erythematosus, type 1 diabetes mcllitus, Graves disease, and thyroiditis. 

58. (New) The method of claim 56 in which said autoantibody-positive autoimmune 
disease is RF-positivc rheumatoid arthritis (RA). 

59. (New) The method of claim 56 in which SEQ ID NO: 36673 is contained within 
the genomic sequence of PTPN22 gene as represented by SEQ ID NO: 10739, 

60. (IsJew) The method of claim 56 in which the SNP to be detected is localed at 
position 42798 of SEQ ID NO: 10739. 

61 . (New) Hie method of claim 56 in which said human's nucleic acids are extracted 
from a biological sample therefrom. 

62. (New) The method of claim 61 in which said biological sample is blood. 

63. (New) The method of claim 56 in which said human's nucleic acids are amplified 
before the detection is carried out. 
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64. (New) The method of claim 56 in which detection is carried out by using 
detection reagents comprising the nucleotide sequences of SEQ ID NO: 49745, SEQ ID NO: 
49746, and SEQ ID NO; 49747. 

65. (New) The method of claim 56 in which detection is earned out by a process 
selected from the group consisting of: allele-speeific probe hybridization, alklc-spccific primer 
extension, allele-specific amplification, sequencing, 5' nuclease digestion, molecular beacon 
assay, oligonucleotide ligation assay, size analysis, and single-stranded conformation 
polymorphism. 
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